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PROFESSIONAL SUMMARY
Senior Data Scientist & Research Engineer with 15+ years building and leading high-performance computing, large-scale simulation, and scientific software teams. Author and maintainer of 17 CRAN packages with 1M+ downloads used across academia, government, and industry. Track record of leading engineering teams and standing up organization-wide CI/CD and reproducibility infrastructure — at CDC, Booz Allen Hamilton, and the University of Utah. Co-investigator on $14M+ in federal awards.
EXPERIENCE
Research Associate Professor of Data Science, The University of Utah Nov 2021 – Present
· Lead the NetSNAU research group and mentor 10+ engineers, analysts, and graduate researchers; own architecture, code review, and release process across the group’s software portfolio.
· Own a 17-package open-source portfolio (1M+ downloads), including epiworld, a C++/R/Python agent-based epidemic engine — with full CI/CD, containerized builds, and Slurm/HPC scale-out.
· Co-investigator on $14M+ in federally funded programs (NCI, DoD, CDC/NCEZID), delivering modeling tooling and decision-support software to government stakeholders.
· Core faculty, Utah Center for Data Science + AI and Kahlert School of Computing; designed and taught Utah’s first graduate course on HPC with R/C++. Promoted to Research Associate Professor in 2026.
· Authoring an applied book on AI for working scientists and engineers; advise research organizations on integrating AI into technical workflows.
Data Scientist (Contractor), Center for Forecasting and Outbreak Analytics, CDC May 2024 – Dec 2025
· Designed and deployed the center’s software engineering infrastructure — CI/CD pipelines, containerized workflows, and reproducible environments — adopted across multiple modeling tools and teams.
· Co-authored PyRenew (Python/JAX/NumPyro), the Bayesian renewal modeling framework behind national COVID-19 and respiratory disease forecasting.
· Advised modeling teams on adopting LLM-assisted development in production scientific workflows.
· Applied network modeling and agent-based simulation to transmission, outbreak preparedness, and federal policy support.
Lead Data Scientist (Associate), Booz Allen Hamilton Nov 2023 – May 2024
· Led development of a new epidemiological forecasting framework in Python using probabilistic programming.
· Directed HPC and cloud market research; mined millions of lines of GitHub code to assess adoption trends across government open-source ecosystems.
Research Programmer II, University of Southern California Feb 2018 – Nov 2021
· Engineered R packages and HPC workflows for machine learning and network science, cutting runtime and improving reproducibility.
· Contributed to $10M+ in funded projects; taught the graduate course “Intro to Health Data Science.”
Programmer Analyst II, University of Southern California Oct 2015 – Feb 2018
· In-house consultant in statistics and scientific computing; founded the “R Bootcamp for Statistical Computing” and led workshops on R and network analysis.
SKILLS
Languages: R, C++, Python, SQL, Stata, Bash. ML/AI: PyTorch, TensorFlow, deep learning, LLM-assisted engineering, Bayesian inference, MCMC, probabilistic programming (NumPyro/JAX), agent-based & network simulation. Infrastructure: AWS, Docker/Podman, Slurm, HPC clusters, Git/GitHub, CI/CD, Unix, R Shiny. Leadership: team management, mentoring, Scrum/Kanban, Jira, stakeholder communication.
SELECTED OPEN-SOURCE SOFTWARE (17 CRAN packages, 1M+ total downloads)
· epiworld / epiworldR — agent-based epidemic simulation engine in C++ with R and Python bindings; used for outbreak modeling and HPC-scale experiments.
· rgexf (652K downloads) — network graph interchange; the most widely installed package in the portfolio.
· slurmR (37K) — HPC job orchestration on Slurm clusters. fmcmc (35K) — MCMC framework. ergmito (28K) — exponential random graph models.
· PyRenew (CDC) — Bayesian renewal modeling in Python/JAX/NumPyro.
EDUCATION
Ph.D. in Biostatistics (Statistical Computing), University of Southern California, 2020
M.Sc. in Social Sciences (Economics), California Institute of Technology, 2016
M.A. in Economics and Public Policy, Universidad Adolfo Ibáñez, 2011
B.S. in Business Administration, Universidad Adolfo Ibáñez, 2011
SELECTED PUBLICATIONS (20+ peer-reviewed; full list at ggv.cl/scholar)
· Milando, Vega Yon, Johnson, et al. “A vision for estimation of the instantaneous reproductive number.” Epidemics (2026).
· Duong, Nguyen, …, Vega Yon, et al. “Incorporating social determinants of health into transmission modeling of COVID-19 vaccine in the US.” The Lancet Regional Health – Americas 35 (2024).
· Vega Yon. “Power and Multicollinearity in Small Networks.” Journal of the American Statistical Association (2023).
· Meyer, Vega Yon, et al. “epiworldR: Fast Agent-Based Epi Models.” Journal of Open Source Software 8.90 (2023).
· Vega Yon, Slaughter, and de la Haye. “Exponential random graph models for little networks.” Social Networks 64 (2021).
AWARDS
· Top Paper Award (Computational Methods), 72nd ICA Conference, 2022.
· Travel Grant, Society of Young Network Scientists, 2019.
· Fellowship, California Institute of Technology, 2014.
REFEREE (ad hoc reviewer)
Journal of the American Statistical Association, American Sociological Review, Communications Physics (Nature Portfolio), PLOS ONE, BMC Infectious Diseases, The R Journal, Social Networks, Journal of Mathematical Sociology, Journal of Open Source Software, Bioinformatics.
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